A substantial proportion of the causes of infectious bovine abortion remain largely undiagnosed, potentially due to the presence of previously unrecognised infectious agents. Recently, several reports have demonstrated the presence of Parachlamydia sp. in placental and foetal tissues derived from bovine abortions of unknown aetiology but the route of transmission remains undefined. The drinking water from one such recent case study was analysed for the presence of Parachlamydia sp. as a potential source of infection. Chlamydiales sp. 16S rRNA genes were PCR-amplified from the drinking water and a 16S rRNA gene clone library constructed. DNA sequencing of thirty-one clones indicated the presence of organisms belonging to the Parachlamydiaceae, specifically the genera Parachlamydia and Neochlamydia. Seven 16S rRNA gene sequences were identical to a Parachlamydia sp. sequence obtained from placental tissue from an abortion case originating from the same farm. These results raise the possibility that the drinking water is a source of Parachlamydia, which may play a role in infectious bovine abortion.
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